Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.053; wR factor = 0.102; data-to-parameter ratio = 15.5.
Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of pyrrole ring N2/C3/C4/C25/C26; Cg2 is the centroid of the benzene ring C30-C35. Fig. 3 ) [Blangy et al., 2009] . It was decided to investigate the nucleophilicity of this new macrocycle, which showed interesting reactivity (Journot & Neier, 2012) , by reacting different substituted benzoyl chlorides with the macrocycle under smooth conditions [Journot et al., 2012a; Zhang et al., 2009] . Herein, we report on the synthesis and crystal structure of the title 4-chlorobenzoyl derivative, one of five compounds that have been studied by X-ray diffraction analysis (Journot et al., 2012b,c,d,e) .
D-HÁ
The molecular structure of the title compound is given in Fig. 1 . The two pyrrolidine rings (N1,C1,C12-C14) and (N3,C6,C7,C21,C22) have envelope conformations with, respectively, atoms C13 and C6 as the flaps. The conformation of the macrocycle is stabilized by intramolecular N-H···N hydrogen bonds involving atom N3 and the two pyrrole H atoms, H2 and H4 ( Fig. 1 and Table 1 ). The benzoyl ring (C30-C35) is inclined to the pyrrole ring (N4,C9,C10,C17,C18) by 11.66 (11)°, with a centroid-to-centroid distance of 3.7488 (13) Å. The methyl group C15 is also in close contact with the pyrrole ring (N2,C3,C4,C25,C26), with a short C15-H15A···N2 interaction and a C15-H15A···centroid distance of 3.301 (2) [see Table 1 ].
In the crystal, molecules are linked via an N-H···O hydrogen bond, involving the N3 pyrrolidine H-atom (H3N) and the benzoyl O atom (O1), leading to the formation of helical chains propagating along [010] -see Fig. 2 and Table 1. The same O atom is involved in a C-H···O contact with methyl group C23. A C-H···π interaction is also observed, involving the methyl group C27 and the benzoyl ring (C30-C35) [see Table 1 ].
The overall geometry and crystal packing is very similar to that reported for the 4-methoxybenzoyl derivative (Journot et al., 2012b) , and the 4-nitrobenzoyl (Journot et al., 2012d) 
Refinement
The NH H-atoms were located in a difference electron-density map. H-atom H3N was freely refined while the other NH H-atoms and the C-bound H-atoms were included in calculated positions and treated as riding atoms: N-H = 0.88 Å, C -H = 0.95 Å for CH-allyl and CH-aromatic H atoms, and 1.00, 0.99 and 0.98 Å, for methine, methylene and methyl H atoms, respectively, with U iso (H) = k × U eq (N,C), where k = 1.5 for CH 3 H-atoms, and 1.2 for the other H-atoms. A view of the molecular structure of the title compound, with the numbering scheme and displacement ellipsoids drawn at the 50% probability level. The N-H···N hydrogen bonds are shown as dashed lines (see Table 1 for details; the Cbound H atoms have been omitted for clarity).
Computing details
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Figure 2
A view along the a axis of the crystal packing of the title compound. The N-H···N and N-H···O hydrogen bonds are shown as dashed lines (see Table 1 for details; the C-bound H atoms have been omitted for clarity). ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) −0.0032 (6) −0.0026 (7) N1 0.0205 (9) 0.0188 (8) 0.0168 (9) 0.0017 (7) −0.0012 (7) 0.0010 (7) N2 0.0145 (8) 0.0212 (8) 0.0213 (9) −0.0005 (7) 0.0023 (7) 0.0011 (7) N3 0.0221 (9) 0.0238 (9) 0.0150 (9) 0.0003 (7) −0.0004 (7) 0.0019 (7) N4 0.0221 (9) 0.0218 (9) 0.0147 (9) −0.0017 (7) 0.0019 (7) 0.0051 (7 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
